Abstract AIM: To investigate the relationship among the aberrant methylation of the promoter CpG islands of thrombospondin 1 (THBS1) gene, its protein expression, and the clinicopathological features of colorectal adenocarcinoma (CRAC).
RESULTS:
The rate of THBS1 gene protein expression (61.7% vs 77.7%, P = 0.017) and CpG island methylation (25.5% vs 11.7%, P = 0.015) in tissues of CRAC were significantly different from those in cancer-adjacent tissues. The rate of THBS1 protein expression was markedly different between the elderly and non-elderly CRAC patients (48.8% vs 72.5%, P = 0.018), between the tumors with larger size ( 3 cm in diameter) and small size (53.4% vs 75.0%, P = 0.037), as well as between the tumors in Dukes C, D stages and Dukes A or B stages (44.4% vs 73.3% or 72.1%, P = 0.025). The rate of THBS1 CpG island methylation was higher the in elderly CRAC patients than that in the non-elderly CRAC ones (37.2% vs 15.7%, P = 0.017), in the large size tumor than that in small one (32.6% vs 13.9%, P = 0.041), and in Dukes C, D stages than that in Dukes A or B stages (41.7% vs 13.3%, 16.3%, P = 0.018). The rate of THBS1 CpG island methylation was significantly different between CRAC with positive and negative protein expression (0% vs 66.7%, P <0.0 005). 
